Supplemental Figure 2. Relative signal intensities of IQGAP2 and PCP2 genes that are highly expressed in the hippocampal and cerebellum regions respectively.
We chose 2 genes that show highly enriched expression in either the hippocampus or cerebellum for technical validation of our microdissection and RNA extraction protocols. The relative signal intensities of two such genes, IQGAP2 and PCP2 are show; the mean log signal intensity values of the microarray probes for each of these genes is plotted for each sample type and time of sacrifice. The signal intensity threshold was set at 10 signal intensity units. IQGAP2 has been reported to be highly expressed in the CA, and PCP2 in the cerebellum and accordingly, the intensity of the array probes for IQGAP2 and PCP2 were at least a log higher in CA1 or cerebellum respectively. Allen Brain Atlas in situ hybridization images are provided to further illustrate this relationship (http://mouse.brain-map.org/)..
Supplemental Figure 5. Relative gene expression levels of selected neuron, microglia astrocyte and oligodendrocyte markers in CA1 during BSE disease in mice.
We chose 4 'marker' genes that are frequently reported in the literature as being predominantly expressed either in neurons, microglia, astrocytes or oligodendrocytes. The intensity values from control and prion infected samples microdissected from the hippocampal CA1 region of mice infected with BSE. was plotted. This data serves to validate the experimental approach of microdissection to select regions of tissue that are enriched with neurons.
The bars represent log signal intensity values where light gray bars indicate infected samples while dark gray bars represent control levels for each specified gene. Significance was calculated by the Student's t-test where * represents a p-value=0.05; ** reflects a p-value=0.01 and *** stands for a p-value=0.001. The x axes represent the incubation period of disease and time points are 60, 140, 200, 300 DPI and terminal, 304-390 DPI.
Supplemental Figure 6. Relative gene expression levels of selected neuron, microglia astrocyte and oligodendrocyte markers in cerebellum during BSE disease in mice.
We chose 4 'marker' genes that are frequently reported in the literature as being predominantly expressed either in neurons, microglia, astrocytes or oligodendrocytes. The intensity values from control and prion infected samples microdissected from the granule layer of the cerebellum region of mice infected with BSE was plotted. This data serves to validate the experimental approach of microdissection to select regions of tissue that are enriched with neurons.
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